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Abstract

In this experiment, | found three species of bacteria which could break out oil.
They were Ralstonia sp. TFD41, Pseudomonas putida strain 11-B, Sphingomonas sp.
NC110. Among them, Ralstonia sp. TFD41 grew well in pH=8, 30°C, Gram(-).
Pseudomonas putida strain 11-B grew well in pH=6-10, 30°C, Gram(-). Sphingomonas
sp. NC110 grew well in pH=7, 30°C, Gram(-). When | put three species of bacteria in
the domestic sewage separately, Sphingomonas sp. NC110 had the largest quantity.
Ralstonia sp. TFD41 had the less quantity. Then I put three species of bacterial in
1000 ppm oil culture medium separately, Sphingomonas sp. NC110 had the best
ability to break out oil. Ralstonia sp. TFD41 had the best rate to break out oil. Then |
mixed them in 1000 ppm oil culture medium. | found Ralstonia sp. TFD41 plus
Pseudomonas putida strain 11-B plus Sphingomonas sp. NC110 growing together
didn’t have synergistic effect, but Ralstonia sp.TFD41 plus Pseudomonas putida

strain 11-B grew the best. In the future, we will put them in somewhere which has oil.
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Bl 2 -~ - 5LF & plate t 2 &

Lo

Bl- 1 -~ - 5L & plate t 2 &

B+~ ~ Z5.F &® plate } 12 &

i

Bl - -~ w5 F i plate F 2 &

Lo

M : marker
1 : KRalstonia sp. TFD41
2 * Pseudomonas putida strain [I1-B
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B4 ~ FfADNA 52~ %

M : marker
4 : Sphingomonas sp. NCI110

- L [N V- L 7 - L _ = ke AN
Blo L~ @ ikaa i Bl= - - ~ B8 DNA § 55 %
i1 Alignments 0
Description e ilatallCueryigE Ident  Accession
score score cover value
) Cupriavidus sp. THG-520 16S ribosomal RNA gene, partial sequence 1783 1783 99% 0.0 97% KJ810592.1
) Cupriavidus sp. TBD162 gene for 165 ribosomal RNA, partial sequence 1781 1781 99% 0.0 97% LCO05604.1
) Cupriavidus sp. lig32 168 ribosomal RNA gene, partial sequence 1775 1775 99% 0.0 97% JQ917979.1
) Cupriavidus sp. TFD33 165 ribosomal RNA gene, partial sequence 17756 1775 99% 0.0 97% EUS274851
) Cupriavidus sp. lig33 168 ribosomal RNA gene, partial sequence 1770 1770 99% 0.0 97% JQ917980.1
) Ralstonia sp. TFD41 168 ribosomal RNA gene. complete sequence 1770 1770 99% 0.0 97% AF0D67833.1
) Cupriavidus sp. lig34 168 ribosomal RNA gene. partial sequence 1764 1764 99% 0.0 97% JQO917981.1
) Cupravidus sp. W60 16S ribosomal RMA gene, partial sequence 1755 1755 98% 0.0 97% KCE853214.1
) Cupriavidus sp. cme31 165 ribosomal RNA gene. partial sequence 17563 1753 98% 00 97% JO918000.1
) Uncultured bacterium partial 165 rRNA gene, clone SINW1090 N11D0 165 B 1725 1725 99% 0.0 97% LNS60776.1
) Ralstonia ep. £308 gene for 165 rRNA, partial sequence 1720 1720 99% 00 96% AB167T178.1
) Ralstonia sp. DPS1 165 ribosomal RNA gene. partial sequence 1716 1716 99% 0.0 96% HQ704414.1
) Ralstonia sp. ECPBOS 16S ribosomal RNA gene. partial sequence 1714 1714 99% 0.0 96% JQ304796.1

Bl= = ~ k2 HAY 2 {fE- Ralstonia sp. TFD41 v .5 %
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Sequences producing significant alignments:
Select: All None Selected:0

it Alignments o
Description ::2:9 ::cti ?;I\?g VaI;:ue Ident| Accession
) Pseudomonas putida strain II-8 165 ribosomal RNA gene, partial sequence 1905 1905 99% 0.0 99% EF219419.2
) Pseudomonas putida strain D1 168 ribosomal RNA gene, partial sequence 1905 1905 99% 0.0 99% EU878238.1
] Pseudomonas putida strain OW-16 168 ribosomal RNA gene, partial sequence 1905 1905 99% 0.0 99% DQ1123281
) Pseudomonas plecoglossicida strain PNP-Y8 165 ribosomal RNA gene, partial sequence 1903 1903 99% 0.0 99% FJ539000.1
) Pseudomonas sp. FP2-1 165 ribosomal RMNA gene, partial sequence 1903 1903 99% 0.0 99% EU203341.1
) Pseudomonas putida strain SKPf10 165 ribosomal RNA gene, partial sequence 1899 1899 99% 0.0 99% KR422301.1
) Pseudomonas putida strain PYR1 165 ribosomal RNA gene, partial sequence 1899 1899 99% 0.0 99% KP192770.1
) Pseudomonas sp. C2-22 165 ribosomal RNA gene. partial sequence 1899 1899 99% 00 99% KP1142131
) Pseudomonas sp. 3 MSSRF Q531 168 ribosomal RNA gene, partial sequence 1899 1899 99% 0.0 99% KPG40641.1
) Pseudomonas sp. 2 MSSRF QS24 165 ribosomal RNA gene, partial sequence 1899 1899 99% 0.0 99% KPG40640.1

Bl= += ~ k3 HAY 2 JfE- Pseudomonas putida strain 11-B i+ #3% %

Sequences producing significant alignments:
Select: All None Selected 0

i1 Alignments o
Description ::2:9 ::;1 ?;\?g Vallzue Ident  Accession
) Sphingomonas sp. NC110 partial 165 rRNA gene. isolate NC110 1236 1236 94% 00 98% LNB32008.1
[ Uneultured bacterium clone C131 165 ribosomal RNA gene. partial sequence 1236 1236 94% 0.0 98% KJS17676.1
) Uncultured bacterium clone A172 168 ribosomal RNA gene. partial sequence 1236 1236 94% 00 98% KJB17514.1
) Sphingomonas sp. PMRO3 168 ribosomal RNA gene. partial sequence 1236 1236 94% 0.0 98% KFG6483890.1
) Uneultured bacterium clone UMTpAL 14 165 ribosomal RNA gene. partial sequence 1236 1236 94% 00 98% KJI754668.1
) Sphingomonas sp. G6 3 165 ribosomal RNA gene, partial sequence 1236 1236 94% 0.0 98% KF294970.1
) Uncultured bacterium clone nek189f8c1 16S ribosomal RNA gene. partial sequence 1236 1236 94% 0.0 98% KF094301.1
) Sphingomonas sp. LS-081 16S ribosomal RNA gene. partial sequence 1236 1236 94% 0.0 98% KJ584031.1
) Uneultured bacterium clone DolGs A332 165 ribosomal RNA gene, partial sequence 1236 1236 94% 0.0 98% .JQ194590.1
) Sphingomonas sp. 3 60 partial 165 rRNA gene. strain 3 60 1236 1236 95% 00 98% HF954390.1
) Sphingomonas aguatilis strain 7 163 ribosomal RNA aene. partial sequence 1236 1236 95% 0.0 98% KF542013.1
) Uncultured bacterium clone AB 02 33A 16S ribosomal RNA gene, partial sequence 1236 1236 94% 00 98% KCE66174.1
) Uncultured bacterium clone AB 02 77 16S ribosomal RNA gene. partial sequence 1236 1236 94% 00 98% KCE66100.1

Bl= +w ~ @R~ ¥ 2 Ffw Sphingomonas sp. NC110 v* %t %

Bl-+1 - -3575 Bl- L=~ Z55 Bl- - s~z EF
Ralstonia sp. TFD41 Pseudomonas putida Sphingomonas sp.NC110
strain [I-B
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18 Ralstonia pseudosolanacearum strain UQRS 461(NR134148)
ol B Ralstonia sp. TFD41(AF067833)

12 L Ralstonia insidiosa strain AU2944(NR025242)

Ralstonia detusculanense(AF280433)

70

Ralstonia mannitolilytica strain 4903(KT933223)
Ralstonia syzygii strain ATCC 49543(NR040803)

Ralstonia solanacearum strain LHGB(AY775126)

Ralstonia pickettii strain EXT149(KJ547695)

Bl= + ~ ~ — 5LF Ralstonia sp. TFDA41 gtk B

{ Pseudomonas chlororaphis strain ATCC17411(FJ652611)
1aa Pseudomonas syringae isolate MSB2018{AY275478)

100 Pseudomonas monteilii strain P-13(FJ493171)

Pseudomonas entomophila strain BS1{KP684060)

100 { Pseudomonas resinovorans strain WB6{KPG84068)
34 Pseudomonas knackmussii strain BW11{KP684085)

Pseudomonas fluorescens strain Pf1(KF864552)
Pseudomonas putida strain I-B{EF219419)

Pseudomonas protegens strain P11(KM589025)
17 { Pseudomonas brassicacearum strain SR21(KM922557)
22 Pseudomonas aeruginosa partial(LN874213)

Bl= -4 ~ = 5LF Pseudomonas putida strain I1I-B ik B

100

—5?: Sphingomonas aerophila strain 5413J-26(NR133861)
38 Sphingomonas elodea strain EPA2b(DQ922765)

Sphingomonas parapaucimobilis strain BGMCC02(KR055818)
* —59: Sphingomonas sanguinis(KR350469)
- { Sphingomonas abaci strain Y79(JX067906)
80 Sphingomonas guangdongensis strain INM-8(JQ608326)

50 — Sphingomonas melonis strain DAPP-PG224(NR028626)

i — Sphingomonas sp.NC110 partial(LN832008)
Sphingomonas koreensis strain ASU-06(KC420523)

Sphingomonas jaspsi strain TDMA-16(NR041473)
— Sphingomonas bosoensis(AB275605)

7] S— Sphingomonas humi strain MT2F6(KP196808)

Bl= -+ - = 5[ Sphingomonas sp NC110 &5 )
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